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3 <110> APPLICANT: Saltveit, Mikal E. 

4 Campos, Reinaldo 

5 Nonogaki, Hiroyuki 

6 Suslow, Trevor 

7 The Regents of the University of California 

9 <120> TITLE OF INVENTION: Characterization of Phenylalanine Ammonia - Lyase (PAL) 
10 Gene in Wounded Lettuce Tissue 

12 <130> FILE REFERENCE: 0 2 3 0 70 - 12 4 50 OUS 

14 <140> CURRENT APPLICATION NUMBER: US 09/964, 992A 

C--> 15 <141> CURRENT FILING DATE: 2002-07-09 

17 <150> PRIOR APPLICATION NUMBER: US 60/235,956 

18 <151> PRIOR FILING DATE: 2000-09-26 
20 <160> NUMBER OF SEQ ID NOS : 13 

22 <170> SOFTWARE: Patentin Ver . 2.1 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 711 

26 <212> TYPE: PRT 

27 <213> ORGANISM: Lactuca sativa 

29 <220> FEATURE: 

30 <223> OTHER INFORMATION: lettuce phenylalanine ammonia- lyase (PAL) 1 

31 (LsPALl) 
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Val Phe 
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Gin Lys 

Asp Ala 

Leu Lys 

Glu Ser 
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Tyr Pro 
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Thr Gly 
Thr Ala 
Gin Gly 



Phe Cys Glu Lys Asp Leu Leu Arg Val Val Asp Arg Glu Tyr 

565 570 
Ala Tyr lie Asp Asp Ala Cys Ser Ala Thr Tyr Pro Leu Met 
580 585 590 

Leu Arg Gin Val lie Val Asp His Ala Leu Asn Asn Glu Asn 

595 600 605 

Gly Thr Ser lie Phe Gin Lys lie Ser Glu Phe Glu Glu Glu 

610 615 620 

Ala Val Leu Pro Lys Glu Val Glu Gly Val Arg Ser Ala Tyr 
625 630 635 

Ser Thr Leu Thr lie Pro Asn Arg lie Lys Glu Cys Arg Ser 

645 650 
Leu Tyr Arg Phe Val Arg Glu Glu Leu Gly Thr Gly Phe Leu 
660 665 670 

Glu Glu Val Thr Ser Pro Gly Glu Glu Phe Asp Lys Val Phe 

675 680 685 

Leu Cys Lys Gly His lie lie Asp Pro Leu Leu Glu Cys Val 

690 695 700 

Trp Asn Gly Val Pro Leu Pro lie Ser 
705 710 
<210> SEQ ID NO: 3 
<211> LENGTH: 2442 
<212> TYPE: DNA 

<213> ORGANISM: Lactuca sativa 
<220> FEATURE: 
<223> OTHER INFORMATION 

(LsPALl) CDNA 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: ( 119 ) . , ( 2 2 54 ) 
<223> OTHER INFORMATION: PALI 
<400> SEQUENCE: 3 

gagcaatctg atcaataccc attcacgcac aaagagtgtg agtctagtgt gtgaagaagt 60 
acacaattag attgttcttg tttctttgat ctatagtcta caatctgtat aaataataat 120 
ggagaacggt aatcacgtta atggagtcgt taatgagttg tgcatcaagg atccattgaa 180 
ctggggagtt gcagcggagg cgttgaccgg aagtcacctt gatgaggtga agaagatggt 240 
tgcggagttc agaaagccgg tggtgaagct cggaggagag acgcttacag tttctcaggt 300 
ggcggggatc gcagctgcta atgacagtga caccgtgaag gtggagctgt cggaagccgc 360 
gagggctgga gttaaggcga gtagtgattg ggttatggag agcatgaata aaggaactga 420 
tagttatggt gtcaccaccg gcttcggcgc cacctctcac cggagaacta agcaaggcgg 480 
tgctttacag aaggagctca ttagattttt gaacgccgga atattcggca atggaacgga 540 
aacaagccac acacttccac attcagccac cagagccgcc atgatcgtca gaatcaacac 600 
cctcctccag ggttactccg gcatccgatt cgagatcttg gaagccatca ccaagttcct 660 
taacaacaac atcacccctt gtttacccct ccgtggaacc atcaccgcct ccggtgacct 720 
tgtcccatta tcatacatcg ccggcctctt aaccggccgc cccaactcca aagccgttgg 780 
ccccaccgga gaagtcctca atgccgaaaa ggccttcgct gcagccggag ttgaaggtgg 840 
gttcttcgag ttacagccga aagaagggct agcacttgtt aacggcaccg ccgtggggtc 900 
cgggatggct tccatggttc tatttgatgc taatgtactt gcgttgttgt cggaagtgtt 960 
atcggcgatc ttcgctgagg ttatgcaagg gaagccggag tttaccgatc acttgacaca 1020 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 07/24/2002 

PATENT APPLICATION: US/09/964 , 992A TIME: 14:33:58 

Input Set : A:\Uco-124 5.app 

Output Set: N:\CRF3\07242002\I964992A.raw 

Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <22 3> fields of each sequence which presents at least one n or Xaa. 

Seq# : 6; N Pos . 6, 9 
Seq# : 7; N Pos. 12, 15 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/964 , 992A 



DATE: 07/24/2002 
TIME: 14:33:58 



Input Set : A:\Uco-1245.app 

Output Set: N:\CRF3\07242002\I964992A.raw 



L:15 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:582 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 after pos . : 0 

L:600 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 after pos . : 0 

L:613 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:630 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:631 M:259 W: Allowed number of lines exceeded, <223> Other Information: 
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